Biogeographic history of the species complex Basileuterus culicivorus (Aves, Parulidae) in the Neotropics.
The taxonomic status of Basileuterus culicivorus complex has been under debate for a long time. There are uncertainties about the relationships among recognized species (B. culicivorus and B. hypoleucus), and whether B. culicivorus can be considered as a single species. In order to elucidate the phylogenetic relationships among these species and their biogeographic history we used a broad geographic sampling from Mexico to Argentina of B. culicivorus and B. hypoleucus. Using a mitochondrial gene, a nuclear intron and microsatellites we identified highly structured groups according to their spatial distribution. The known subspecies of B. culicivorus formed monophyletic groups, except two ones from Brazil and Paraguay. Basileuterus hypoleucus sequences did not form a monophyletic clade, being more related to B. culicivorus from Brazil and Paraguay. The divergence time analysis indicated that the deep separation of the basal lineages of B. culicivorus occurred in Late Pliocene. Contrasting with the other geographically structured populations from Central and South America, the clade of birds from Brazil, Paraguay and Argentina showed a remarkably high population growth starting in the mid-Pleistocene, according to the most plausible evolutionary scenario expected for parulid birds of a range expansion directed southwards.